Supplementary Data S1. Amino acid sequences of SAGE1 /CT45A across different species

>SAGE1_Homo_sapiens
MQASPLQTSQPTPPEELHAAAYVFTNDGQQMRSDEVNLVATGHQSKKKHSRKSKRHSSSKRRKSMSSWLDKQEDAAVTHS
ICEERINNGQPVADNVLSTAPPWPDATIAHNIREERMENGQSRTDKVLSTAPPQLVHMAAAGIPSMSTRDLHSTVTHNIR
EERMENGQPQPDNVLSTGPTGLINMAATPIPAMSARDLYATVTHNVCEQKMENVQPAPDNVLLTLRPRRINMTDTGISPM
STRDPYATITYNVPEEKMEKGQPQPDNILSTASTGLINVAGAGTPAISTNGLYSTVPHNVCEEKMENDQPQPNNVLSTVQ
PVIIYLTATGIPGMNTRDQYATITHNVCEERVVNNQPLPSNALSTVLPGLAYLATADMPAMSTRDQHATIIHNLREEKKD
NSQPTPDNVLSAVTPELINLAGAGIPPMSTRDQYATVNHHVHEARMENGQRKQDNVLSNVLSGLINMAGASIPAMSSRDL
YATITHSVREEKMESGKPQTDKVISNDAPQLGHMAAGGIPSMSTKDLYATVTQNVHEERMENNQPQPSYDLSTVLPGLTY
LTVAGIPAMSTRDQYATVTHNVHEEKIKNGQAASDNVFSTVPPAFINMAATGVSSMSTRDQYAAVTHNIREEKINNSQPA
PGNILSTAPPWLRHMAAAGISSTITRDLYVTATHSVHEEKMTNGQQAPDNSLSTVPPGCINLSGAGISCRSTRDLYATVI
HDIQEEEMENDQTPPDGFLSNSDSPELINMTGHCMPPNALDSFSHDFTSLSKDELLYKPDSNEFAVGTKNYSVSAGDPPV
TVMSLVETVPNTPQISPAMAKKINDDIKYQLMKEVRRFGQNYERIFILLEEVQGSMKVKRQFVEFTIKEAARFKKVVLIQ
QLEKALKEIDSHCHLRKVKHMRKR
>SAGE1_Pan_troglodytes
MYSQEDHIFQLYSANLCASYVPVINQSVLVTHIVNYEDYLQMQASPLQTSQPTPPEELHAAAYVFTNDGQQMRSDEVNLV
ATGHQSKKKHSRKSKRHSSSKRRKSMSSWLDKQEDAAVTHSIREERINNGQPAADNVLSTAPPWPGNMAAAGISSISMRD
LYATIAHNIREERMENGQSRTDKVLSTAPPQLVHMAAAGIPSMSTRDLHSTVTHNIHEERMENGQPQPDNVLSTGPTGLI
NMAATPIPAMSARDLYATVTHNVCEQKMENVQPAPDNVLLTLRPRRINMTDTGISPMSTRDPYATITYNVPEEKMEKGQP
QPDNILSTASTGLINVAGAGTPAISTNGLYSTVPHNVCEEKMENDQPQPNNVLSTVQPVIIYLTATGIPGMNTRDQYATI
THNVCEERVVNNQPLPSNALSTVLPGLAYLATADMPAMSTRDQHATIIHNLREEKKDNSQPTPDNVLSAVTPELINLAGA
GIPPMSTRDQYATVNHHVHEARMENGRRKQDNVLSNVLSGLINMAGASIPAMSSRDLYATITHSVREEKMESGKPQTDKV
ISNVAPQLGHMAAGGIPSMTTKDLYATVTQNVHEERMENNQPQPSYDLSTVLPGLTYLTAAGIPAMSTRDQYATVTHNDH
EEKIKNGQAASDNVFSTVPPALINMAATGVSSMSTRDQYAAVTHNIREEKINNSQPAPGNILSTAPPWLRHMAAAGISST
ITRDLYVTTTHNVHEEKMTNGQQAPDNSLSAVPPGCINLSGAGISCRSTRDLYATVIHDIQEEEMENDQTPPDGFLSNSD
SPELINMTGHRMPPNALDSFSHDFTSLSKDELLYKPDSNEFAVGTKNYSVSAGDPPVTAMSSVETVPNTPQISPAMAKKI
NDDIKYQLMKEVRRFGQNYERIFILLEEVQGSMKVKRQFVEFTIKEAARFKKVVLIQQLEKALKEIDSHCHLRKVKHMRK
R
>SAGE1_Pan_paniscus
MQASPLQTSQPTPPEELHAAAYVFTNDGQQMRSDEVNLVATGHQSKKKHSRKSKRHSSSKRRKSMSSWLDKQEDAAVTHS
IREERINNGQPAADNVLSTAPPWPGNMAAAGISSISMRDLYATIAHNIREERMENGQSRTDKVLSTAPPQLVHMAAAGIP
SMSTRDLHSTVTHNIHEERMENGQPQPDNVLSTGPTGLINMAATPIPAMSARDLYATVTHNVCEQKMENVQPAPDNVLLT
LRPRRINMTDTGISPMSTRDPYATITYNVPEEKMEKGQPQPQPDNILSTASTGLINVAGAGTPAISTNGLYSTVPHNVCE
EKMENDQPQPNNVLSTVQPVIIYLTATGIPGMNTRDQYATITHNVCEERVVNNQPLPSNALSTVLPGLAYLATADMPAMS
TRDQHATIIHNLREEKKDNSQPTPDNVLSAVTPELINLARAGIPPMSTRDQYATVNHHVHEARMENGQRKQDNVLSNFLS
GLINMAGASIPAMSSRDLYATITHSVREEKMESGKPQTDKIISNVAPQLGHMASGGIPSMTTKDLYATVTQNVHEERMEN
NQPQPSYDLSTVLPGLTYLTAAGIPAMSTRDQYATVTHNVHEEKIKNGQAASDNVFSTVPPALINMAATGVSSMSTRDQY
AAVTHNIREEKINNSQPAPGNILSTAPPWLRHMAAAGISSTITRDLYVTTTHSVHEEMTNGQQAPDNSLSTVPPGCINLS
GAGISCRSTRDLYATVIHDIQEEEMENDQTPPDGFLSNSDSPELINMTGHRMPPNALDSFSHDFTSLSKDELLYKPDSNE
FAVGTKNYSVSAGDPPVTAMSSVETVPNTPQISPAMAKKINDDIKYQLMKEVRRFGQNYERIFILLEEVQGSMKVKRQFV
EFTIKEAARFKKVVLIQQLEKALKEIDSHCHLRKVKHMRKR
>SAGE1_Gorilla_gorilla
MQASPLQTSQPTPPEELHAAAYVFTNDGQQMRSDEVNLVATGHQSKKKHSRKSKRHSSSKRRKNMSLWLDKQEDAAVTHS
IREERINNGQPAADNVLSTAPRWPGNMAAAGISSMSMRDLYATIAHNIREERMENGQSRTDKVLSTAPPQLVHMAAAGIP
SMSTRDLHSTVTHNIREERMENGQPQPDNVLSTGPTGLINMAATPIPAMSARDLYATVTHNVCEQKMENVQPAPDNVLLT
LRPRRINMTDTGISPMSTRDPYATITYNVPEEKMEKGQPQPDNILSTASTWLINVAGAGTPAISTNGLYSTVPHNVCEEK
MENDQPQPNNVLSTVQPVIIYLTATGIPGMNTRDQYATITHNVCEERVVNNQPLPSNALSTVLPGLAYLATADMPAMSTR
DQHATIIHNLHEEKKDNSQPTPDNVLSAVTPELINLAGAGIPPMSTRDQYATVNHHVHEARMENGQRKQDNVLSNVLSGL
INTAGASIPAMSSRDLYATITHSVREEKMESGKPQTDKVISNVAPQLGHMAAGGIPSMSTKDLYATVTQNVHEERMENNQ
PQPSCDLSTVLPGLTYLTAAGIPAMSTRDQYATVTHNVHEEKIKNGQAASNNVFLTVPPALINMAATGVSSMSTRDQYAA
VTHNIREEKINNSQPAPGNILSTAPPWLCHMAAAGISPTITRDLYVTATHNVHEEKMTNGQQAPDNSLSTVPPGCINLSG
AGISCRNATVIHDIQDEEMENDQTPPDGFLSNSDSPELINVTGHRMPPNALDSFSHDFTSLSKDELLYKPDSNEFAVGTK
NYSVSAGDPPVTAMSSVETVPNTPQISPAMAKKINDDIKYQLMKEVRRFGQNYERIFILLEEVQGSMKVKRQFVEFTIKE
AARFKNVVLIQQLKKALKEIDSHCHLRKVKHMRKR
>SAGE1_Pongo_abelii
MQASPLQTSQLTPPEELHAAAYVFTNDGQQMRSDEVNLLATGHQSKKKHSRKSKRHSSSKRRKSMSLWLDKQEDAAVTHN
IREERINNGQPAPDNVLSTAPPWPNATITHNIREERMENGQSRTDKVLSTVPPWLVHMAAAGIPSMSTRDLHSTVTHNIR
EERMENGQPQPDNVLSTGPTGLISMAATPIPAMSARDLYATVTHNVCEQKMENVQPAPDNVLLTLRPRRINMTDTGISPM
STRDPYAIITYNVPEEKMEKGQPQPDNILSTASTGLINVAGAGTPAISTNGLYSTVTHNVCEEKMENDQPQPNNILSTVQ
PVVIYLTAAGIPGMSTRDQYATVTHNVCEERVVNNQPLPSNALSTVLPGLTYLATADMPAMSTRDQHATIIHNLREEKKD
NSQPAPDNVLSAVTPGLINLAGAGIPPMSTRDQYATVNHHVHEARMENGQRKQDNILSNVLSGLINMAGPSIPAMSSRDL
YATITHSVREEKMESGKPQTDKVISNVAPRLGHMAAGGIPSMSTKDLYSTVTHNIREERMENGQPQPDNVLSTGPTGLIS
MAATPIPAMSARDLYATVTHNVCEQKMENVQPAPDNVLLTLRPRRINMTDTGISPMSTRDPYAIITYNVPEEKMEKGQPQ
PDNILSTASTGLINVAGAGTPAISTNGLYATVTHNVCEERVVNNQPLPSNALSTVLPGLTYLATADMPAMSTRDQHATII
HNLREEKKDNSQPAPDNVLSAVTPGLINLAGAGIPPMSTRDQYATITHSVREEKMESGKPQTDKVISNVAPRLGHMAAGG
IPSMSTKDLYSTVTHNIREERMENGQPQPDNVLSTGPTGLTSMAATPIPAMSARDLYATVTHNVCEQKMENVQPAPDNVL
LTLRPRRINMTDTGISPMSTRDPYAIITYNVPEEKMEKGQPQPDNILSTASTGLINVAGAGTPAVSTNGLCMFACXLDYP
GXHNTLRSELKLFIWFPDATVTHNVCEERVVNNQPLPSNALSTVLPGLTYLATADMPAMSTRDQHATIIHNLREEKKDNS
QPAPDNVLSAVTPGLINLAGAGIPPMSTRDQYATVNHHVHEARMENGQRKQDNVLSNVLSGLINMAGPSIPAMSSRDLYA
TITHSVREEKMESGKPQTDKVISNVAPRLGHMAAGGIPSMSTKDLYFTITHNDCEEKIKNXQKAPDTLLSTVTAGLTNFT
GAGIPPLSTRNQYSTVTHNIREERMENGQPQPDNVLSTGPTGLTSMAATPIPAMSARDLYATVTHNVCEQKMENVQPAPD
NVLLTLRPRRINMTDTGISPMSTRDPYAIITYNVPEEKMEKGQPQPDNILSTASTGLINVAGAGTPAISTNGLCMFACXL
DYPGXRNTLRSELKLFIWFPDATVTHNVCEERVVNNQPLPSNALSTVLPGLTYLATADMPAMSTRDQHATIIHNLREEKK
DNSQPAPDNVLSAVTPGLINLAGAGIPPMSTRDQYATVNHHVHEARMENGQRKQDNILSNVLSGLINMAGPSIPAMSSRD
LYATITHSVREEKMESGKPQTDKVISNVAPRLGHMAAGGIPSMSTKDLYATVTQNVHEERMENNQPQPSYDLSTVLPGLA
YLTAAGIPAMSTRDQFATVTHNVHEEKIKNGQAASNNVFSTVPPALINMAATGVSSMSTRDQYAAVTHNIREEKINNSQP
APGNILSTAPPWLRHMAAAGISSMITRDLYVTATHNVHEEKMTNGQQTSDNSLSTVPPRCINLSGAGISSRSTRDLYATV
IHDIQEEEMENGQTPPDGFLSNSDSPELINMTGHHMPPNALDSFSYDFTSLSKDELLYKPDSNEFMVGTKNYSVSAGDPP
VTAMSSVETVPNTPQISPAMAKKINDDIKYQLMKEVRRFGQNYERIFILLEEVQGSMKVKRQFVEFTIKEAARFKKVVLI
QQLEKALKEIDSHCHLRKVKHMRKK
>SAGE1_Pongo_pygmaeus
MQASPLQTSQLTPPEELHAAAYVFTNDGQQMRSDEVNLLATGHQSKKKHSRKSKRHSSSKRRKSMSLWLDKQEDAAVTHN
IREERINNGQPAPDNVLSTAPPWPSNMAAAGISSMNMRDLYATITHNIREERMENGQSRTDKVLSTVPPWLVHMAAAGIP
SMSTRDLHSTVTHNIREERMENGQPQPDNVLSTGPTGLISMAATPIPAMSARDLYATVTHNVCEQKMENVQPAPDNVLLT
LRPWRINMTDTGISPMSTRDPYAIITYNVPEEKMEKGQPQPDNILSTASTGLINVAGAGTPAISTNGLYSTVTHNVCEEK
MENDQPQPNNILSTVQPVVIYLTAAGIPGMSTRDQYATVTHNVCEERVVNNQPLPSNALSTVLPGLTYLATADMPAMSTR
DQHATIIHNLREEKKDNSQPAPDNVLSAVTPGLINLAGAGIPPMSTRDQYATVNHHVHEARMENGQRKQDNILSNVLSGL
INMAGPSIPAMSSRDLYATITHSVREEKMESGKPQTDKVISNVAPRLGHMAAGGIPSMSTKDLYSTVTHNIREERMENGQ
PQPDNVLSTGPTGLISMAATPIPATSARDLYATVTHNVCEQKMENVQPAPDNVLLTLRPRRINMTDTGISPMSTRDPYAI
ITYNVPEEKMEKGQPQPDNILSTASTGLINVAGAGTPAVSTNGLYATVTHNVCEERVVNNQPLPSNALSTVLPGLTYLAT
ADMPAMSTRDQHATIIHNLREEKKDNSQPAPDNVLSAVTPGLINLAGAGIPPMSTRDQYATVNHHVHEARMENGQRKQDN
VLSNVLSGLINMAGPSIPAMSSRDLYATITHSVREEKMESGKPQTDKVISNVAPRLGHMAAGGIPSMSTKDLYSTVTHNI
REERMENGQPQPDNVLSTGPIGLTSMAATPIPAMSARDLYATVTHNVCEQKMENVQPAPDNVLLTLRPRRINMTDTGISP
MSTRDPYAIITYNVPEEKMEKGQPQPDNILSTASTGLINVAGAGTPAISTNGLYATVTHNVCEERVVNNQPLPSNALSTV
LPGLTYLATADMPAMSTRDQHATIIHNLREEKKDNSQPAPDNVLSAVTPGLINLAGAGIPPMSTRDQYATVNHHVHEARM
ENGQRKQDNVLSNVLSGLINMAGPSIPAMSSRDLYATITHSVREEKMESGKPQTDKVISNVAPRLGHMAAGGIPSMSTKD
LYSTVTHNIREERMENGQPQPDNVLSTGPIGLTSMAATPIPAMSARDLYATVTHNVCEQKMENVQPAPDNVLLTLRPRRI
NMTDTGISPMSTRDPYAIITYNVPEEKMEKGQPQPDNILSTASTGLINVAGAGTPAISTNGLYATVTHNVCEERVVNNQP
LPSNALSTVLPGLTYLATADMPAMSTRDQHATIIHNLREEKKDNSQPAPDNVLSAVTPGLINLAGAGIPPMSTRDQYATV
NHHVHEARMENGQRKQDNILSNVLSGLINMAGPSIPAMSSRDLYATITHSVREEKMESGKPQTDKVISNVAPRLGHMAAG
GIPSMSTKDLYATVTQNVHEERMENNQPQPSYDLSTVLPGLAYLTAAGIPAMSTRDQFATVTHNVHEEKIKNGQAASNNV
FSTVPPALINMAATGVSSMSTRDQYAAVTHNIREEKINNSQPAPGNILSTAPPWLRHMAAAGISSMITRDLYVTATHNVH
EEKMTNGQQTSDNSLSTVPPGCINLSGAGISSRSTRDLYATVIHDIQEEEMENGQTPPDGFLSNSDSPELINMTGHHMPP
NALDSFSYDFTSLSKDELLYKPDSNEFMVGTKNYSVSAGDPPVTAMSSVETVPNTPQISPAMAKKINDDIKYQLMKEVRR
FGQNYERIFILLEEVQGSMKVKRQFVEFTIKEAARFKKVVLIQQLEKALKEIDSHCHLRKVKHMRKK
>SAGE1_Hylobates_moloch
MQASPLQTSQPTPPEELHAAAYVFTTDGQQMRSDEVNLVATGHRSKKKHSRKSKRHSSSKRRKSMSLRLDKQEDAAVTHN
VHEERINNGQPAANNVLSTAPPWPGNMAAAGISSMSMRDLYATITHNIHEERMENGQSRTDRVLSTVPPRLVHMAAAGIP
SMSTRDLHATVTQNVREERMENNQPQPSYDLSTVLPGLTYLTAAAIPAMSTRDQYATVTHNVHEEKIKDGQAASDNVFST
VPPALINMAATGVLSMSYRDQYAAVTHNIHEEKKNNSQPAPGNILSTAPPWLRHMAAAGISSTITRDLYVTATHNVHEEK
MTNGQQAPENSLSTVPPGCINLSGAGISCRSTRDLYATVIHDIQEEEMENGQTPPDGFLSNSDSPELINMTGHRTPPNAS
DSFSYDFTSLSKDELLYKPDSNEFAVGTKNYSVSAGDPPVTTMSSVETVPNTPQISPAMAKKINDDIKYQLVKEVRRFGR
NYERIFILLEEVQGSMKVKRQFVEFTIKEAARFKKVVLIQQLEKALKEIDSRCRLRKVKHMRKK
>SAGE1_Symphalangus_syndactylus
MHAYCHQGKKALINYIWFPDATIVHNVREEKKDNSQPAPDNVLSAVTPGLINLAGADATITHSVREEKMESGKPRTDKLI
NYIWFPDATIVHNVREEKKDNSQPAPDNVLSAVTPGLINLAGADATITHSVREEKMESGKPRTDKLINYIWFPDATIVHN
VREEKKDNSQPAPDNVLSAVTPGLINLAGADATVNHRVHEARMENGQRTQDNVLSDVLSGLINIPGASIPAMSSRDLYAT
ITHSVREEKMESGKPRTDKLINYIWFPDATIVHNVREEKKDNSQPAPDNVLSAVTPGLINLAGAGATVNHRVHEARMENG
QRTQDNVLSDVLSGLINMPGASIPAMSSRDLYATITHSVREEKMESGKPRTDKLINYIWFPDATIVHNVREEKKDNSQPA
PDNVLSAVTPGLINLAGAGATVNHRVHEARMENGQRTQDNVLSDVLSGLINMPGASIPAMSSRDLYATITHSVREEKMES
GKPRTDKLINYIWFPDATIVHNVREEKKDNSQPAPDNVLSAVTPGLINLAGADATITHSVREEKMESGKPRTDKLINYIW
FPDATIVHNVREEKKDNSQPAPDNVLSAVTPGLINLAGAGATVNHRVHEARMENGQRTQDNVLSDVLSGLINMPGASIPA
MSSRDLYATITHSVREEKMESGKPRTDKLINYIWFPDATIVHNVREEKKDNSQPAPDNVLSAVTPGLINLAGADATVNHR
VHEARMENGQRTQDNVLSDVLSGLINMPGASIPAMSSRDLYATITHSVREEKMESGKPRTDKLINYIWFPDATIVHNVRE
EKKDNSQPAPDNVLSAVTPGLINLAGADATITHSVREEKMESGKPRTDKVVSNVAPRLGHMAAGGVPSMSTKDLYFTITH
NDCEEKIKNXQRAPDTLLSTVTAGPMHFTGAGIPPLSTRDQHATIVHNVREEKKDNSQPAPDNVLSAVTPGLINLAGAGI
PPMSSRDQCATVNHRVHEARMENGQRTQDNVLSNVLSGLINMPGASIPAMSSRDLYATITHSVREEKMESGKPRTDKVVS
NVAPRLGHMAAGGVPSMSTKDLYFTITHNDCEEKIKNXQRAPDTLLSTVTAGPMHFTGAGIPPLSTRDQHATIVHNVREE
KKDNSQPAPDNVLSAVTPGLINLAGAGIPPMSSRDQCATVNHRVHEARMENGQRTQDNVLSNVLSGLINMPGASIPAMSS
RDLYATITHSVREEKMESGKPRTDKVVSNVAPRLGHMAAGGVPSMSTKDLYATVTQNVREERMENNQPQPSYDLSTVLPL
FTYLTAAAIPAMSTRDQYATVTHNVHEEKIKDGQAASDNVFSTVPPALINMAATGVLSMSYRDQYAAVTHNIHEEKKNNS
QPAPGNILSTAPPWLRHMAAAGISSTITRDLYVTATHNVHEEKMTNGQQAPDNSLLTVPPGCINLSGAGISCRSTRDLYA
TVIHDIQEEEMENGQTPPDGFLSNSDSPELINMTGHRTPPNALDSFSYDFTSLSKDELLYKPDSNEFAVGTKNYSVSAGD
PPVTTMSSVETVPNTPQISPAMAKKINDDIKYQLVKEVRRFGRNYERIFILLEEVQGSMKVKRQFVEFTIKEAARFKKVV
LIQQLEKALKEIDSHCHLRKVKHMRKK
>SAGE1_Nomascus_leucogenys
MQASPLQTSQPTPPEELHAAAYVFTTDGQQMRSDEVNLVATGHQSKKKHSRKSKRHSSSKRRKSMSLQLDKQEDAAVTHN
VHEERINNGQPAANNVLSTAPPWPDATITHNIHEERMENGHSRTDKVLSTVPPRLVHMAAAGIPSMSTRDLHSAVTHNFR
EERMENGQRQPDNVLSTGPTGLINMAATPIPAMSAGDLYATVTHNVCEQKMGNVQPAPDNVLLTLRPHRINMTDTGISPM
STTDPYATITYNVPEEKMEKGQLQPDNVLSTASTGLIDVAGAGTPAISTNGLYSTVTHNVYEEKMENDQPQPNNILSTVQ
PMVIYLTTAGIPGMSTRDQYATVTHNVCEERVVNNQPVPSNTLSTVLPGLTYLATADTPAMSTRDQHATIVHNVREEKKD
NSQPAPDNVLSAVTPGLINLAGAGIPPMSTRDQYATVNHHVHEARMEDGQRTQDNVLSNVLSGLINMPGASIPAMSSRDL
YATIAHSVREEKMESGKPRTDKVVSNVAPRLGHMAAGGIPSMSTKDLYATVTQNVCEERMENNQPQPSYDLSAVLPGLTY
LTAAGIPAMSTRDQYAIVTHNVHEEKIKGGQAASDNVFSTVPPALVNMAATGVSSMSYRDQYAAVTHNIHEEKKNNSQPA
PGNILSTAPPWLRHMAAAGISSTITRDLYVTATHNVHEEKMTNGQQAPENSLSTVPPGCINLSGAGISCRSTRDLYATVT
HDIQEEEMESGQTPPDGFLSNSDSPELINMTGHRTPPNALDSFSYDFTSLSKDELLYKPDSNEFAVGTKNYSVSAGDPPV
TAMSSVETVPNTPQISPAMAKKINDDIKYQLMKEVRRFGQNYERIFILLEEVQGSMKVKRQFVEFTIKEAARFKKVVLIQ
QLEKALKEIDSHCCLRKVKHMRKK
>SAGE1_Macaca_mulatta
MQASPFRMSQLTPPEELHTVAYVFTNGGPQMRSDEVNPVAKGHQSKKKHSRKSKRHSSSKRRKSMSLWLDKQEDASVTHN
VHEEKIKNGQPAHNNVIATVPTALINMAAAGISSMSTRDQYAAVTHNIHEEKINNSQPATNNILSTAPPWLGAMAAAGIS
STNMRDLYAAVTHNVHEERINNSQPAADNILSTAPPWLGAMAAAGISSTSTRDLYAAVTHNVHEERINNSQPAADSILST
APPWLGAMAAAGISSTSTRDLYSTVTHNIREERMENGQPQPDNILSTGPTGLINMAATPIPATSARDLYATVTHNGREQK
MENVQPAPDNVLLTLRPQLINMAATGISTMSTRDPYATVNHHVHEARMENSQPQQDNVLSNVLSGFINVPGASIPAMSSR
DLWYSTVTHNIREERMENGQPQPDNILSTGPTGLINMAATPIPATSARDLYATVTHNGREQKMENVQPAPDNVLLTLRPQ
LINMAATGISSMSTRDPYATVNHHVHEARMENGQPQQDNVLSNVLSGFINVAGASIPAMSSRDLWYVTATHNVHEAKMKN
DQQAPDNSLSTVPPGCTNLSGAGISSRSTRGLYSTVIHDIQEEEMENGQIPPDGLLSNSDSPELINMTGHRMPPEALGSF
SYDFTSLSKDELLYKPDSNEFAVGIKNYSVSAGDPPVTAMSSVETVPNTLQISPAMAKKINDDIKYQLMKEVRRFGQNYE
RIFNLLEEVQGSMKVKRQFVEFTIKEAARFKKVVLIQQLEKVLKEIDSHCHLRKVKHMRKK
>SAGE1_Macaca_fascicularis
MQASPFRMSQLTPPEELHTVAYVFTNGGPQMRSDEVNPVAKGHQSKKKHSRKSKRHSSSKRRKSMSLWLDKQEDAAVTHN
VHEERINNSQPAADNILSTAPPWLGFPDATITHNICEERMENGQSQTDKVFSTVSPWLVHRAAAGIPSMSTRDLYSTVTH
NIREERMENGQPQPDNILSTGPTGLINMAATPIPATSARDLYATVTHNGREQKMENVQPAPDNVLLTLRPQLINMAATGI
STMSTRDPYSTVTHNIREERMENGQPQPDNILSTGPTGLINMAATPIPATSARDLYVTATHNVHEAKMKNDQQAPDNSLS
TVPPGCTNLSGAGISSRSTRGLYSTVIHDIQEEEMENGQIPPDGLLSNSDSPELINMTGHRMPPEALGSFSYDFTSLSKD
ELLYKPDSNEFAVGIKNYSVSAGDPPVTAMSSVETVPNTLQISPAMAKKINDDIKYQLMKEVRRFGQNYERIFNLLEEVQ
GSMKVKRQFVEFTIKEAARFKKVVLIQQLEKVLKEIDSHCHLRKVKHMRKK
>SAGE1_Macaca_thibetana
MYSQEDHIFQLCSANLCASYVPIINQNVLITHIVNPEDYLQMQASPFRMSQLTPPEELHTVAYVFTNGGPQMRSDEVNPV
AKGHQSKKKHSRKSKRHSSSKRRKSMSLWLDKQEDASVTHNVHEEKIKNGQPAHNNVIATVPTALINMAAAGISSMSTRD
QYAAVTHNIHEEKINNSQPATNNILSTAPPWLGAMAAAGISSTSTRDLYAAVTHNVHEERINNSQPAADNILSTAPPWLG
AMAAAGISSTSTRDLYAAVTHNVHEERINNSQPAADNILSTAPPWLGAMAAAGISSTSTRDLYSTVTHNIREERMENGQP
QPDNILSTGPTGLINMAATPIPATSARNLYATVTHNGREQKMENVQPAPDNVLLTLRPQLINMAATGISTMSTRDPYATV
NHHVHEARMENGQPQQDNVLSNVLSGFINVAGASIPAMSSRDLWYSTVTHNIREERMENGQPQPDNILSTGPTGLINMAA
TPIPATSARDLYATVTHNGREQKMENVQPAPDNVLLTLRPQLINMAATGISSMSTRDPYATVNHHVHEARMENGQPQQDN
VLSNVLSGFINVAGASIPAMSSRDLWYVTATHNVHEAKMKNDQQAPDNSLSTVPPGCTNLSGAGISSRSTRGLYSTVIHD
IQEEEMENGQIPPDGLLSNSDSPELINMTGHRMPPEALGSFSYDFTSLSKDELLYKPDSNEFAVGIKNYSVSAGDPPVTA
MSSVETVPNTLQISPAMAKKINDDIKYQLMKEVRRFGQNYERIFNLLEEVQGSMKVKRQFVEFTIKEAARFKKVVLIQQL
EKVLKEIDSHCHLRKVKHMRKK
>SAGE1_Macaca_nemestrina
MYSQEDHIFQLCSANLCASYVPVINQNVLITHIVNPEDYLQMQASPFRMSQLTPPEELHTVAYVFTNGGPQMRSDEVNPV
AKGHQSKKKHSRKSKRHSSSKRRKSMSVWLDKQEDASVTHNVHEEKIKNGQPAHNNVIATVPTALINMAAAGISSMSTRD
QYAAVTHNVHEERINNSQPAADNILSTAPPWLGAMAAAGISSTSTRDLYAAVTHNVHEERINNSQPAADNILSTAPPWLG
AMAAAGISSTSTRDLYSTVTHNIREERMENGQPQPDNILSTGPTGLINMAATPIPATSARDLYATVTHNGREQKMENVQP
APDNMLLTLRPQLINMAATGISTMSTRDPYATVNHHVHEARMENGQPQQDNVLSNVLSGFINVAGASIPAMSSRDLWYST
VTHNIREERMENGQPQPDNILSTGPTGLINMAATPIPATSARDLYAIVTHNGREQKMENVQQAPDNVLLTLRPQLINMAA
TGISSMSTRDPYATVNHHVHEARMENGQPQQDNVLSNVLSGFINVAGASIPAMSSRDLWYVTATHNVHEAKMKNDQQPPD
NSLSTVPPGCTNLSGAGISSRSTRGLYSTVIHDIQEEEMENGQIPPDGLLSNSDSPELINMTGHRMPPEALGSFSYDFTS
LSKDELLYKPDSNEFAVGIKNYSVSAGDPPVTAMSSVETVPNTLQISPAMAKKINDDIKYQLMKEVRRFGQNYERIFNLL
EEVQGSMKVKRQFVEFTIKEAARFKKVVLIQQLEKVLKEIDSHCHLRKVKHMRKK
>SAGE1_Papio_anubis
MYSQEDHIFQLCSANLCASYVPVINQNVLITHIVSPEDYLQMQASPFRMSQLTPPEELHTVAYVFTNCGPQMRNDEVNPV
AKGHQSKKKHSRKSKRHSSSKRRKSMSLWLDKQEDASVTHNVHEEKIKNGQPAHNNVIATVPTALINMAAAGISSMSTRD
QYAAVTHNIHEEKINNSQPATNNILSTAPPWLGAMAAAGISSTSMRDLYAAVTHNVHGERINNSQPAADNILSTAPPWLG
AMAAAGISSTSTRDLYSTVTHNIREERMENGQPQPDNILSTGPTGLINMAATPIPATSARDLYATVTHNGREQKMENVQP
APDNVLLTLRPQLINMAATGISSMSTRDPYATVNHHVHEARMENGQPQQDNVLSNVLSGFINVAGASIPAMSSRDLWYVT
ATHNVHEAKMKNDQQAPDNSLSAVPPGCTNLSGAGISSRSTRGLYSTVIHDIQEEEMENGQIPPDGLLSNSDSPKLINMT
GHRMPPEALGSFSYDFTSLSKDELVYKPDSNEFAVGIKNYSVSAGDPPVTAMSSVETVPNTLQISPAMAKKINDDIKYQL
MKEVRRFGQNYERIFILLEEVQGSMKVKRQFVEFTIKEAARFKKVVLIQQLEKVLNEIDSHCHLRKVKHMRKK
>SAGE1_Theropithecus_gelada
MQASPFRMSQLTPPEELHTVAYVFTNGGPQMRNDEVNPVAKGHQSKKKHSRKSKRHSSSKRRKSMSLWLDKQEDAAVTHN
VHEERINNSQPAADNILSTAPPWLGFPDATITHNICEERMENGQSQTDKVFSTVSPWLVHMAAAGIPSMSTRDLYSTVPH
TICEXKIKNEQIAPDKFLSTITAGLMNFTWAGISLMSTRDQYSTVTHNIREERMENGQPQPDNILSTGPIGLINMAATPI
PATSARDLYATVTHNGREQKMESVQPAPDNVLLTLRPQLINMAATGISTMSTRDPYVTATHNVHEAKMKNDQQAPDNSLS
AVPPGCTNLSGADISSRSTRGLYSTVIHDIQEEEMENGQIPPDGLLSNSDSPELINMTGHRMPPEASDSFSYDFTSLSKD
ELVYKPDSNEFAVGIKNYSVSAGDPPVTAMSSVETVPNTLQISPAMAKKINDDIKYQLMKEVRRFGQNYERIFILLEEVQ
GSMKVKRQFVEFTIKEAARFKKVVLIQQLEKVLKEIDSHCHLRKVKHMRKK
>SAGE1_Piliocolobus_tephrosceles
MWSSPLRMSQLTPPEELHTVAYVFTNGGPQMRSDEVNPVAKGHRSKKKHSRKSKRHSSSKRRKSMSLWLDKQEDAAVTHN
IHEENINNSQPATDNILSTAPPWLDAAVTHNVHEERINNSQPATNNILSTAPPWLGAMAAAGISSMSTRDLYAPVNHNVH
EEGMENGQPQQDNVVSNVLSGLINMTGAGIPARSTRDPYATITHNICEERMENGQSQTDKVFSTVSPWLVHMAAAGIPSM
STRDLYSTVSHTICEXKIKNEQITPDKFLSTITAGLMNFTGAGISLMSTRDQYATITYNVPEERMEKGQPQPDNVLSTAS
TGLINVAGACGFIVLSFIDDTATHNVHEAKMKNDQQAPDNSLSTVPPGCINLSGAGISSRSTRGVYSAVIHDIQEEEMEN
GQIPPDGLLSNSDSPELINVTGDRMPPDALGSFSYDFTSLSKDELIYKPDINEFAVGTKNYSVSAGDPPVTAMSSVETVP
NTPQISPAMAKKINDDIKYQLMKEVRRFGRNYERIFILLGEVQGSMKVKRQFVEFTIKEAARFKKVVLIQQLEKVLKEID
SHCHLRKVKHMRKK
>SAGE1_Callithrix_jacchus
MPVSPLQTSQPTPPGKRHTVGSVLTNDGQQMRSDKVNQAARRHQRKRRRSRKSKRRCYSTTRQDAAVTHNIHEEKMNNGQ
PAPHTVCSTAPPGLGNLAAPRISSTRTRDLYATVTQSVHEQKMENGQPQTDKVLSTVPLCLGHMTAAGIPSMSIRDLYST
VTQNVYEEKIKKEQMAPHRSLSTVIEGLINFTGAGIPPLSTGDQHATITHSIHEQKMGYVQPAPDNVLLTLQPGLINMAG
AGISSMSTRDLDATKTYNVLKEKMEKGERQHGNVSSTAPIGLTNEAGAAIPAMSTDGLYATVSHNVHEQRMENDQPQQDN
VWPNILAWFNNMAGAGIPAMSTRDLYAAVTHNIPEAKVNNGQLAPHNVSSAAPAGLGNMAAAGISSTRTRGLCATVTQNV
HKEKMRNTQPTPNNVLSTVLPEHLYLATAGLPAMSTRGQYSTITHNVHEEKIKNAQTAANNVFSGIPPARNNMAAAGVSS
MSTRDQYAAVTHAILEEKINNGQSAPDNLLSTAPPGLGNMAAAGFSSTRTRDLYATIIQNVCKEKMENNQPTPNTVLSTV
LQGLPYLATAGPPAMSARDQYCMIFHNVCEKKIKNAQAVPDKSFPASSPSLINMAGAVLSSMSNRDQYAAVTHNVREAKI
NNGQLPPDNVLSAAPPGLGSMAAAGISSTWNTGLYATITQNVCKEKMENNQPTPNNVLSTVLQGLPYLATAGLPAMSTRD
QYSTITHNVHEEKIKNAQTAPNNVFSAIPPAHINMAAAGVSSMSTRDQYAAITHNVYEAKINNVQLAPDSILSTAPPGLG
NLAAAGISSTKTRDLYATITQNVRKEKMENNQPTLNKVVSSVLQGLPYLATAGLPAMSTRDQYAAVTHNVREAKINNGQL
LPDNVLSAAPPSLGNVAAAGMSSTRTTGLYATVTQNVRKEKMENNQPTLNNVLSTVLQGLPSLATAGLPAMSTRDQYSTT
THNVHEEKIKNAQTAPKNVFSAIPPAHINMAAAGVSSMSTRDQYAAVTHNVREAMIYNGQRALYNIFSTAPPGLGHRAAA
GISSTRTRGVYAAVTHNIREVKINNIQLATDNVLSAAPPGLGNRAAAGISSRRTGGLYATITQNVHKENMENKQLTPNNV
LSTVLQGPPYLATAGLPAMSTRDQYATVTHSVHEGKIKNAEGAPNKVFPTVSPTHINMAAAGVSSMSTRDQYAAVTHNVR
KEKINNGQPATDNILSTAPTGLGNMAAAGISSRRTRDLYATTPHNIREERMENAQLQFSNILLTFPPGCINKAAAGIPAM
STKDLYAAVTHNVHGEKMNNGQRAPENFLSSITPGLINVSVAGTPPMSTRAQYASITHNVHEEKIKNGQPATQNFLSTLP
SGLTNMTGASILAMSTRDLYATISHNVHEKKTNNGQQAPDNSSSAVPPGCSNLSGAGASSRSSRDLYATVIHDIQKEIEN
GQTPPDGFLSDSAPPELINMTGDCMQPNTLDSLSYNCTSLSKDKLLYKPDSNEFVVGAQNYRVSAGDSQVTARSPVETVP
NTARISPAMAKKINDDIKHQLIKEVRRCGRNYERIFILLDEVQGSMEVKKQLIKFAIKEAARLKNFALIQKLEKVLKK
>SAGE1_Aotus_nancymaae
MLVSPLQTSQPTPPEKLHTVVYVLTNDGQQTRSDKVNQVATGHRRKKKHSRKSKRHSSSNRRQSTSLWLHQQEDASVTHN
VSEAKINNGQPAPDNVLSTVLPFPDAAVTHNVREAKINNGQPAPDNILSAAPPGLGNMAAAGISSRRTRDLSATVTQDFC
KEMMGKKQPTPNYVLSTFLPDLTYLARAGLRAMRIRDQYAGVTHNVLEEKINNGQPAPDNVLSAAPPGLGNMAAAGISSR
RTRDLYAAVTHNVLEEKTNNGQPAPDNVLSAAPPGLGNMAAAGISSRRTRDLYATTSHNVHEKKMNNGQEAPDNSSSAVP
PGRSNLSGAGTSSRSTRDLYATVIHDIQKEEIENGQTPPGGFLSDSAPPELINMTGDRMPPNPLDSLSYNFTSLSKNKLL
YKPDSNKFVVGTQNNSVSAGDSPVTAMSSVETVPNTPQISPDMAKKINDDIKHQLMKEVQRFGQDYERILILLEEVQGSL
KVKRQFVEFTIKEAARFKNIALIQQLKKVLKK
>CT45A_Homo_sapiens
MTDKTEKVAVDPETVFKRPRECDSPSYQKRQRMALLARKQGAGDSLIAGSAMSKEKKLMTGHAIPPSQLDSQIDDFTGFS
KDGMMQKPGSNAPVGGNVTSNFSGDDLECRGIASSPKSQQEINADIKCQVVKEIRCLGRKYEKIFEMLEGVQGPTAVRKR
FFESIIKEAARCMRRDFVKHLKKKLKRMI
>CT45A_Pan_troglodytes
MSITPKHARGHVSHNSQKETMTDKTEKVAVDPETVFKRPRECDSPSYQKRQRMALLARKQGAGDSLIAGSAMSKEKKLMT
GDGIPPSQLDSQIDDFTGFSKDGMMRKPGSNAPVGGNVTSSFSGDDLECRGIASSPKSQQEINADIKYQVVKEIRYLGRK
YEKVFKMLEGVQGPTAVRKRFFESIIKEAARCMRRDFVKHLKKKLKRMI
>CT45A_Pan_paniscus
MTDKTEKVAVDPETVFKRPRECDSPSYQKRQRMALLARKQGAGDSLIAGSAMSKEKKLMTGDGIPPSQLDSQIDDFTGFS
KDGMMRKPGSNAPVGGNVTSSFSGDDLECRGIASSPKSQQEINADIKYQVVKEIRYLGRKYEKVFKMLEGVQGPTAVRKR
FFESIIKEAARCMRRDFVKHLKKKLKRMI
>CT45A_Gorilla_gorilla
MTDKTEKVAVDPETVFKRPRECDSPSYQKRQRMALLARKQGAGDSLIAGSAMSKEKKLMTGDAIPHSQLDSQIDDFTGFT
KDGMMWKPGSNAPVGGNVTSSFSGDDLECRETASSPKSQEEINADMKRQLVKELRCIGQKYETIFEMLEGVQGPTAVRKR
FFDSIIKEAARCMRRDFVKHLKRKLKRMI
>CT45A_Pongo_abelii
MTDKTEKVSVDPETVFKRPRECDSPSYQKRQRMALLARKQGAGDSLIAGSAMSKEKKLMTGGALPPSQLDYQIDDFTGFS
KDGMMQKPGSNAPVGGNVTSSFSGDDLECRETVPFPKSQEEINADIKCQVVKEIRCIGRKYEKIFKMLEGVQGPTEVRKR
FFESIVKEAARCMRRDFVKHLKKKLKRMI
>CT45A_Pongo_pygmaeus
MTDKTEKVSVDPETVFKRPRECDSPSYQKRQRMALLARKQGAGDSLIAGSAMSKEKKLMTGGALPPSQLDYQIDDFTGFS
KDGMMQKPGSNAPVGGNVTSSFSGDDLECRETVPFPKSQEEINADIKCQVVKEIRCIGRKYEKIFKMLEGVQGPTEVRKR
FFESIVKEAARCMRRDFVKHLKKKLKRMI
>CT45A_Hylobates_moloch
MTDKTEKVAVDPETVFKRPRECDSPSYQKRQKMALLARKQGAGDSLTAGSAMSKGKKLMTGDAIPPSQLDSQIDDFTGFS
KDGMMQKPGSKAPVGGNVTSSFSGDDLEGRETVPFPKSQEEINADIKRQVVKEIRCIGQKYEKIFKMLEGVEGPTEVRKR
FFESIIKEAARCMRGDVVKHLKKKLKRMI
>CT45A_Symphalangus_syndactylus
MTDKTEKVAVDPDAVFKRPRECDSPSYQKRQKMALLARKQGAGDSLTAGSAMSKGKKLVTGDAIPPSQLDSQTDDFTGFS
KDEMMQKPGSKAPVGGNITSSFSGDDLEGRETVSFPKSQEEINADIKRQVVKEIRCIGQKYEKIFKMLEGVEGPTEVRKR
FFESIIKEAARCVRGDFVKHLKKKLKRMI
>CT45A_Nomascus_leucogenys
MTDKTEKVAVDPETVFKRPRECDSPSYQKRQKMALLARKQGAGDSLTAGSAMSKGKKLMAGDAIPPSQLDSQIDDVTGFG
KDGTMQKPGSKAPVGGNITSSFSGDDLEGRETVPFPKSQEEINADIKHQVVKEIRCIGQKYEKIFKMLEGVQGPTEVRKR
LFESIIKEAARCMRGDFVKHLKKKLKRMI
>CT45A_Macaca_mulatta
MTDKTEKVAVDPETVFKRPRECDSPSYQKRQKMALLARKQGAGDSLTAGSAMSKEKKHKTGHGVLPSQLDSQIDDFADFS
KDGLMQKPGSNAPVGGIITSNFSGDDLKCREIIPFPKSQEEINADIKCQLVKEIRSIGRKYEKIFKLLEGVQGPIEVKKL
FFESIIKEAARYISRDFVQLLEKKLEHMIWEYLSMEDYDNSNA
>CT45A_Macaca_fascicularis
MTDKTEKVAVDPETVFKRPRECDSPSYQKRQKMALLARKQGAGDSLTAGSAMSKEKKHKTGHGVLPSQLDSQIDDFADFS
KDGLMQKPGSNAPVGGIITSNFSGDDLKCREIVPFPKSQEEINADIKCQLVKEIRSIGRKYEKIFKLLEGVQGPIEVKKL
FFESIIKEAARYISRDFVQLLEKKLEHMIWEYLSMEDYDSSNA
>CT45A_Macaca_thibetana
MTDKTEKVAVDPETVFKRPRECDSPSYQKRQKMALLARKQGAGDSLTAGSAMSKEKKHKTGHGVLPSQLDSQIDDFADFS
KDGLMQKPGSNAPVGGIITSNFSGDDLKCREIVPFPKSQEEINADIKCQLVKEIRSIGRKYEKIFKLLEGVQGPIEVKKL
FFESIIKEAARYISRDFVQLLEKKLEHMIWEYLSMEDYDNSNA
>CT45A_Macaca_nemestrina
MTDKTEKVAVDPETVFKRPRECDSPSYQKRQKMALLARKQGAGDSLTAGSAMSKEKKHKTGHGVLPSQLDSQIDDFADFS
KDGLMQKPGSNAPVGGIITSNFSGDDLKCREIVPFPKSQEEINADIKCQLVKEIRSIGRKYEKIFKLLEGVQGPIEVKKL
FFESIIKEAARYISRDFVQLLEKKLEHMIWEYLSMEDYDNSNA
>CT45A_Papio_anubis
MFIDVFQETMTDETEKVAVDPETVFKRPRECDSPSYQKRQKMALLARKQGAGDSLTAGSAMSKEKKHKTGHGVLPSQLDS
QIDDFAGFSKDELMQKPGSNAPVGGIITSNFSEDDLKCREIVPFPKSQEEINADIKCQLVKEIRSIGRKYEKIFKLLEGV
QGPIEVKKLFFESIIKEAARYMSRDFVQLLEKKLEHMIWEYLSMEDYDNSNA
>CT45A_Theropithecus_gelada
MLLETMTDKTDKVAVDPETVFKRPRECDSPSYQKRQRIALLARKQGAGDSLTAGSAMSKEKKHKTGDGIPPIQLDSQIDD
FAGFSKDELIQKPGSNAPVGGIITSNFSGDDLKCREIDPIPKSQEEINADIKRQLVKEIRSIGRKYEKIFKLLEGVQGPI
EVKKLFFESIIKEAARCMSRDFVQLLEKKLEHMIWEYLSMEDYDNSNA
>CT45A_Piliocolobus_tephrosceles
MTDKTEKVAVDPETVFKRPRECDSPSYQKRQKMALLARKQGAGDSLTAGSAMSKGKKLKTGDGIPPIQLDSQIDDFTGFS
KDKLMQEPGSNAPVGGIVTSNFSGDDLKCREIFPFPKSQEEINADIKHQIVKEIRSIGRKYERIFKLLKGVQGPIEVKKL
VFESIIREAARCMSRDFVQLLEKKLEHMIWEYLSMEDYGNPNA
>CT45A_Callithrix_jacchus
MRLLLWTLATQQVPSELPFLPSPLGTMGSVFLETMTDKTERVAGDPETVFKRPRECDSPSYQKRQKMALLARKQGAGDGL
IGGSAMSKEKKLKVGDGIPLSQCYWIDEFIGFSKDGLMQKRDRNATVGGIITSNFSADDLKVTEILLFPKSQEKINSDIK
CQLMKEIQHFGQIYEKIFKLLDGLQGPIEVKKQVFESIIKEAARYIRGDLIENLEKKLEEMTLATCPRRNIRP
>CT45A_Aotus_nancymaae
MSNKTEKVAGDPETVFKCPRESDSPYQKRQKMALLARKQGAGDGLIGGSAMSKEKKLKSGDGIPLSQFYQIDEFIGFSKD
GLMQKRCRNATVGGIITSNFSGDDLKVTEILLFPKSQEKNSADIKRQLMKEIQHFGQIYEKIFKLLDGLQGPIEVKKQFF
ETIIKEAARYMRGDLILHLEKKLEKLLLATCPRRNITP
>CT45A_Lemur_catta
MSTDVFQEMRSEADELARGHQQKRKPQGEPNRHSSKRRQSATVVHDVHVKEMENDQPPPEGFLSKYVPPEPMNKAKGGIP
PNQLESWPSDSISHREDGLVQKPGGNALGEGTKHCSVSIGDPKVTAMSSVETMPNTWKISPAMQGKINDDVKYHLMKEVQ
KFERNSTSAGHRFCLVE
>CT45A_Microcebus_murinus
MSSEVDDFTTGHQKKMKPHGEPNRRSSKRRRSATVIHDVHVNEMENEQPPPEGFSSKYVPPEPMNMAEGGIPPNQLDSLS
DDSISLGKDELVHKPGSSDTPVEGTKHSSVSVDDPRVTAMSSMENVPNTWQISPAMAQKINDDIKYQLMKEVRKFGRNYE
KIFVLLEKVQGDSEVKKQFVEFTIKEATRFKRFVLIQQLKKIL
>CT45A_Mus_musculus
MLKRKISPVGEGEAMGPAKKNYTLDMVSHKSLEASAEAKGEGALVSQKAQVGMVEADPKVYAQNCASKQLMPVTGEAVLP
MPGDSQTEDSLHRKDGGHDTVVGGSVNSDSSEGTAKAPAMSSSEAQPYVSSLRPNLSNYEIKCALMTEIRRFGRQYGRLF
KILQEVQGPVEVRIQFVEFSIKEAARFKRRHLIQYLEKILEKLKSERSSNNDE
>CT45A_Rattus_norvegicus
MLKRKISPVGEGEAMSPPKKSYTLDMVSNKSPEASAEAKGEGAIVSQKTQAEMMEGDPKVCAQNCAPKQCKPMAGDAILP
SPRDSLPEDSLHCKDGDSTVTGARVSNDCSAGTAGVPALSSSEARRYVSSLKPTVTNYEIKCALMTEIRRFGRQYGRLFE
ILEEVQGPLEVRIQFVEFSIKEAARFKRRHLIQYLEKMLEKLKSERSLNSAE
>CT45A_Oryctolagus_cuniculus
MMSGEGNEFVAEPENKLKRPGEPQSPTSSKRKPSTSLLLVKQEKEEESHPESSSVSKEIDATIVHDVHEEKMETLQPPDD
SMSKSVPPELMGMAGDVFPPKPLQLDDITSSSQDEAMYKPDDDVPVGGIDTSNLSTDNPKVTEKPSLPKRPDNINDIKQQ
LMKEVRRFGRKYEKIFKLLEGVQGPPEVKKQLVEFTIKEAARFKRRDLIRHLEKILENTVSECLNKDN
>CT45A_Mustela_lutreola
MFLLDLDLSVKNVPFANAPPGCTGSTFHNSEPAEQLSSPSWELSHSSSFKRECCWAHVDSAWDEAHAGDYINLKGPAWQC
ADLLVGPPRTSLEVMSDKAEESAVGPKSQVKRSGKSITPPPFKKRLSMPLLSVREEGEGSSQPGASAVSSEDDEPKGTAT
SVWEDVPDQLPIPVKINMEIKLQLKKEIRYFEGKYGKILKLLEGVQGPPEVHKKFAVYAMKEAAKFKREGLISHLEKVLE
KIERDQFLNKGDGSPSF
>CT45A_Canis_lupus_familiaris
MMTDKAEESAVVPQSQKKHPGKPITPPPPSKKMQRMALLSVKEEGEGTSHPGGSAMTLEDVDPKVTAMSVSGDVPDKLPI
PIVINMEVKEQLKKEIREFGGQYEKILKLLEGVQGPPELQRKFVIYAMKQAAKVQRQDLIGHLQEVLDKLELDHFLKKDT
HTHNL
>CT45A_Felis_catus
MTKDIRLKQGNNKKMKRPRKPSSCPSSKRRPRATVTHKVRDKKMKNNPTPPDGFLPNAAAPAVTNVAGNGIPLNQQDSLS
DDFAKDGLSHKPGSNSPGGGAKNSSVSVGDPKVPAVPSTGVVPKEVPMSAALAQKINSDIKHQLMKEVRKFGRRYERIFT
LFEEVQGPLVVKKQFVEFTVKEAARFKRAVLIQQLEKVLENLESRCHLKNVNHQKSRELGSCKDH
>CT45A_Sus_scrofa
MEDNQPPPDGFLSKSAVPGLMNVAGDTVPPDQLDSLPDDFASLREDHRIHKPGSNALKRGSRNLSVSVGGPKVSAVSATG
TVPHTLQISPAMAQKINSDIKYQLMKEVRKFGRKYENIFRLLQGVQGPPEVRRQFVEFTIREAARFKRKDLINRLEMMLE
KNEI
>CT45A_Loxodonta_africana
MEEADESATGPAKDVKLPEEADGSSSSKKMWSSAEPLMEREGKRGSRLKGSAMPKEDGDEAALLDSTSPNLLYLQPLPTQ
PKDTIHWVPIHDFHEKGMENGQTAPDGFLSKSVPPDFINMAGDGVPPKKLDSPSDQLACVGQDGAMRKPGSSARGGGAGS
SSLSVDGPKAAAMSALGTMTNTVQISSQRANDDIKHELMKEVRRFGRKYERIFILLEEVQGPLEVKKQFVEFTIKEAARF
KRRDLIQHLEKLLEKIDSDHLVEDENIQNV
>CT45A_Tamandua_tetradactyla
MMMDEVDEFAGKTENKMKRPGEASSPTSSKRKRSLALQLMKWEGEGDSPLQGAAGSKETDTTDIHDIHEKKPENDETSSA
FTKMPTLETMSSTLQRGPQKVNDHIKCQLMKEIRKFGRKYERIFILLEDVQGPPEVKKQFIEFTIKEAKRFKRWHLIKHL
EKLQEEIASD
